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After the publication of the original article [1], an
error was identified in the ‘Availability of data and mate-
rials’ section.
The sentence currently reads:
Data generated during this study are included in this
published article, and its supplementary information files
or available from the corresponding author on reason-
able request.
The sentence should read:
Data generated during this study are included in this
published article and its supplementary information files
and have been deposited on GEO, accession number
GSE143850.
Author details
1Epigenetics Programme, The Babraham Institute, Cambridge CB22 3AT, UK.
2Physiology of Reproduction Group, Departamento de Fisiología, Universidad
de Murcia, Campus Mare Nostrum, 30100 Murcia, Spain. 3Instituto Murciano
de Investigación Biosanitaria, IMIB-Arrixaca-UMU, 30120 Murcia, Spain.
4Departamento Reproducción Animal, INIA, Madrid, Spain. 5Bioinformatics
Group, The Babraham Institute, Cambridge CB22 3AT, UK. 6Centre for
Trophoblast Research, University of Cambridge, Cambridge CB2 3EG, UK.
Reference
1. Ivanova, et al. DNA methylation changes during preimplantation
development reveal interspecies differences and reprogramming events at
imprinted genes. Clin Epigenet. 2020;12:64 https://doi.org/10.1186/s13148-
020-00857-x.
© The Author(s). 2020 Open Access This article is licensed under a Creative Commons Attribution 4.0 International License,
which permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative Commons licence, and indicate if
changes were made. The images or other third party material in this article are included in the article's Creative Commons
licence, unless indicated otherwise in a credit line to the material. If material is not included in the article's Creative Commons
licence and your intended use is not permitted by statutory regulation or exceeds the permitted use, you will need to obtain
permission directly from the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.
The Creative Commons Public Domain Dedication waiver (http://creativecommons.org/publicdomain/zero/1.0/) applies to the
data made available in this article, unless otherwise stated in a credit line to the data.
The original article can be found online at https://doi.org/10.1186/s13148-
020-00857-x.
* Correspondence: gavin.kelsey@babraham.ac.uk; pcoy@um.es
†Elena Ivanova and Sebastian Canovas contributed equally to this work.
1Epigenetics Programme, The Babraham Institute, Cambridge CB22 3AT, UK
2Physiology of Reproduction Group, Departamento de Fisiología, Universidad
de Murcia, Campus Mare Nostrum, 30100 Murcia, Spain
Full list of author information is available at the end of the article
Ivanova et al. Clinical Epigenetics           (2020) 12:96 
https://doi.org/10.1186/s13148-020-00887-5
